Supplementary Figure 1:
Size exclusion chromatography of all forms of NarGH. Gel filtration of holoNarGH (black), apoNarGH (red) and NarGR108AH (green) was performed on a Superose 6 10/300 GL column (GE Healthcare) equilibrated with Tris-HCl 40 mM pH 7.6 glycerol 8% buffer at a flow rate of 0.3 ml/min. HoloNarGH elutes as a main peak at 584 kDa (trimer), apoNarGH and NarGR108AH elute as a broad peak reflecting an equilibrium between trimers and dimers (444 kDa). An additional peak eluting at ~ 15 ml and corresponding to an apparent Mw of 148 kDa may correspond to a monomeric species in both the apo and variant samples but absent in the holoNarGH sample. The molecular weight (Mw) of the peaks was determined from the plot shown in the inset where Ve is the elution volume of each protein and Vo is the void volume of the column as determined using blue dextran. Molecular weight calibration of the column was done by using standard markers (Sigma-Aldrich) (see methods).
The grey shaded zone highlights the eluted fractions considered for SAXS experiments. 
